Liver Metastasis Is Associated With a Unique Tumor Microenvironment and Impaired Treatment
Outcomes In Urothelial Bladder Cancer Patients Treated With Tislelizumab
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LM was associated with worse survival outcomes of PD-L1+ UBC The diminished number of CD8+ T cells and antitumor-related immune cell signatures
patients treated with tislelizumab in the A317-204 study, consistent in the tumor microenvironment of LM+ patients may contribute to the worse survival
with previous findings outcomes observed in this population

Conclusions

Background

Urothelial bladder cancer (UBC) accounts for more than half Tislelizumab, a humanized monoclonal antibody that targets programmed cell Recent studies suggest liver metastasis (LM) is associated with reduced In this study, we evaluated the effects of LM on UBC patients treated with
a million new diagnoses and 212,536 deaths annually.’ death protein 1 (PD-1), has shown encouraging activity in the treatment of effectiveness of immunotherapy.3-/ tislelizumab in the BGB-A317-204 trial (NCT04004221).2 We further explored
advanced UBC.2 LM+ and LM- populations for possible mechanisms associated with survival.
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